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The family arenaviridae includes Lassa, Mozambique and lymphocytic choriomeningitis (LCM) viruses and the Tacaribe complex: Pichinde (Pic), Tacaribe (Tac), Tamiami, Junin, Amapari, Latino, Machupo and Parana viruses. Lassa, Junin and Machupo virus infections cause severe haemorrhagic fevers and are endemic in West Africa, Argentina and Bolivia respectively. The virus-specific RNA species present in purified virions of the arenaviruses studied to date consist of a large RNA species, designated L (31 to 34S) and a small RNA species designated S (22 to 25S) (for review, see Pedersen, 1979) . Ribosomal 28S and 18S RNA species as well as 4S to 5.5S ribosome-associated RNA are often present in addition, but their amounts are dependent on the virus growth conditions (Vezza et aL, 1978) . In preparations of Tac virus, two viral RNA species have been observed: L, mol. wt. 2.8 x 106 and S, mol. wt. 1.3 x 106 (Vezza et al., 1978; Gimenez & Compans, 1980) . In order to further characterize the Tac RNA species, we have analysed their oligonucleotide fingerprints and compared the mobility of the L and S RNA species of Tac and Pic viruses by polyacrylamide slab gel electrophoresis.
Tac virions labelled with sodium [a2p]orthophosphate were obtained by infecting confluent monolayers of BHK21 cells with wild-type (wt) Tac virus at an input multiplicity of infection of 0.02. At 18 h post-infection (p.i.), the medium, reinforced Eagle's medium (REM)-2% newborn bovine serum (NBS), was replaced by fresh medium (REM-1% NBS) containing 500/zCi 32PO4/ml medium. At 56 h p.i., the culture medium was collected, and Tac virions were purified by ammonium sulphate precipitation and gradient centrifugation as described by Gard et al. (1977) . The RNA species were extracted and analysed by electrophoresis on a 2.4% polyacrylamide slab gel as described by Vezza et al. (1978) . Uninfected BHK21 cell ribosomal RNA (rRNA) and Pie virion RNA were obtained as described by Vezza et al. (1978) . The RNA species were located on the slab gel by autoradiography. Fig. 1 shows the virion RNAs of Tac virus (track c) and Pic virus (track b). The RNA bands corresponding to 28S and 18S rRNA in virions can be identified by comparison with purified rRNA marker (track a). It was observed that the S RNA species of Pic virus had a slower electrophoretic mobility than the S RNA of Tac virus. In previous studies, independent estimates of the mol. wt. of the Pie S RNA (mol. wt. 1.6 x 106; Vezza et al., 1978) and the Tac S RNA species (tool. wt. 1.3 x 106; Gimenez & Compans, 1980) , are consistent with the differences observed when the viral RNAs are compared directly. However, the Pic and Tac L RNA species had identical electrophoretic mobilities under the conditions used in Fig. 1 The samples were electrophoresed on a 2.4% polyacrylamide slab gel prepared as described by Vezza et al. (1978) , and the RNA species were located by autoradiography. (a) BHK21 rRNA, (b) Pie virion RNA, (c) Tac virion RNA.
The 32p-labelled Tac virion RNA species were further characterized by RNase T 1 oligonucleotide fingerprinting as described by Clewley et al. (1977) . Tac Virion RNA, prepared as indicated in Fig. 1 , was separated into L, S, 28S and 18S species by electrophoresis on 0.7% agarose gels as described by Weislander (1979) and the RNAs located by autoradiography. The pieces of agarose containing each RNA species were cut out and the RNAs eluted by heating to 70 °C for 20 min and phenol-chloroform extracted. Fig.  2 shows the two-dimensional gel electrophoresis profiles of the RNase Tl-derived oligonucleotides of the Tac virion RNA species. Fig. 2 (a, b) shows that the L and S RNA segments contained unique oligonucleotides, demonstrating that they possess distinct nucleotide sequences. Faint background spots in Fig. 2 (b) appear to be derived from 28S BHK21 cell ribosomal RNA (Vezza et al., 1978) and some minor spots in Fig. 2(a) correspond to oligonucleotides derived from the S RNA segment. Also shown is an oligonucleotide fingerprint resulting from unfractionated Tac virion RNA (Fig. 2 c) . In Fig. 2(d) , a schematic representation of the fingerprint in Fig. 2(c) is shown in which some of the unique oligonucleotides derived from the L and S RNA segments are indicated. In the unfractionated RNA pattern, the oligonucleotides derived from 18S and 28S rRNA are mainly confined to the upper part of the fingerprint. By comparison with the data reported by Vezza et al. (1978) , the present results also indicate that although Tac virus is serologically related to Pie virus, each RNA segment of the two viruses has a very different oligonucleotide fingerprint. RNA fingerprints that appear completely unrelated have even been observed for different isolates of a single arenavirus type (Vezza et aL, 1980; Kirk et al., 1980) . This procedure 
